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Supplementary Fig. S5. Maximum likelihood phylogram based on ITS sequences. Terminal labels denote 

individual sequences (see Table S3); sequences of Solidago canadensis and S. gigantea are coloured 

according to the species and cytotype assignment, labels of samples from the native range with black framed 

letters. The bootstrap values (BP≥50%) calculated by maximum likelihood analysis are presented above the 

main branches. 

 

 

 

 
 


